The secondary structure elements of mouse L-PGDS structure are shown under the aligned sequences in the golden rods of !-helices (1 to 3), blue arrows of "-strands (A to I), and green lines of random coils. No secondary structure was assigned at the N-terminal leader sequence (Met1 to Ala24), as the mature forms were used (22,39). The encircled bulky residues, Leu79 (L79), Leu96 (L96), Val118 (V118), Leu131 (L131), and Tyr149 (Y149) form the separated physical compartments in the "-barrel of L-PGDS, resulting in the 2 discrete upper and bottom cavities.
FIGURE S1. Sequence alignment of L-PGDSs from various mammals.
The secondary structure elements of mouse L-PGDS structure are shown under the aligned sequences in the golden rods of !-helices (1 to 3), blue arrows of "-strands (A to I), and green lines of random coils. No secondary structure was assigned at the N-terminal leader sequence (Met1 to Ala24), as the mature forms were used (22,39). 
